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Abstract

Boodlea complex is a group of siphonocladalean green algae consisting of four genera: Boodlea,
Cladophoropsis, Phyllodictyon and Struveopsis. Within the group, Cladophoropsis vaucheriiformis is long
known as a green algal species that associates with sponge in the genus Halichondria. Recent study in
Boodlea complex suggested that there are at least four Boodlea species that coexist with sponge (Boodlea sp.
1, sp. 3, sp. 6 and sp. 7). In this study, we aimed to explore species diversity of sponge-associate green algae
by using nrDNA internal transcribed spacer. DNA sequences of the previously reported Boodlea species,
together with the newly generated sequences generated in this work, were used to construct phylogenetic
trees. The results suggested that apart from four documented sponge-assiciated Boodlea species, Boodlea
sp. 10 also coexist with sponge. Molecular phylogenetic studies of green algae in this group may reveal

further cryptic diversity of green algae that coexist with sponge species.
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Accession Number 33 udoya GeneBank laudintng

ﬁdwuﬂ%gmﬁu\l"iﬁ State Herbarium of South Australia

* Accession Number — to be provided

fatN sy Huiy Accession Number
6.09.08.2.4 Heron Island, Queensland John Huisman, Rainbo Dixon, *
Fred Gurgel
15.04.08.2.22 Lizard Island, Queensland Fred Gurgel *
27.08.10.1.13 Lizard Island, Queensland Fred Gurgel, Maria Marklund *
27.11.09.1.5 Heron Island, Queensland Fred Gurgel *
19.05.10.1.24 Ningaloo Reef, Western Australia Fred Gurgel, Gareth Belton *
15.05.10.1.20 Ningaloo Reef, Western Australia Fred Gurgel, Gareth Belton *
15.05.10.1.27 Ningaloo Reef, Western Australia Fred Gurgel, Gareth Belton *
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HARSUTIINTUREUR TN ST lF Rzt lUmsfuRLEwe
Taesinde Australian Genome Research Facility Ltd
(AGRF) &1213§ South Australia
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